Fig. S1
ARID5B expression in the reported ALL microarray cohort studies. Leukemia types are as indicated as well as normal (N) B cells. Data generated from human oncogenomics server (https://hgserver1.amc.nl/cgi-bin/r2/main.cgi) with GEO database (GSE7440, GSE11877, GSE10609, GSE26713 and GSE28491). The default one way Analysis of Variance (ANOVA) in the server was used for statistical analysis. Data generated from human oncogenomics server with GEO database (GSE11877 and GSE26713). Pearson correlation is used to calculate the statistics.
